Figure S2
Structure-based sequence alignment of LegK1 (Uniprotkb Accession Number Q5WWA8),
LegK2 (UAN Q5WUV1), LegK3 (UAN Q5WTP3) and LegK4 (UAN Q5WZW9) from
Legionnal pneumophila strain Lens. For clarity, C-terminal sequences have been truncated.
Secondary structure elements corresponding to LegK4 1-445 are indicated above the sequences.
Active sites motifs are indicated below the sequences by colored bar and labeled accordingly.
Identical residues are colored in white and shaded in red. Conserved residues are colored in red. Secondary structure predictions of LegK1-3 obtained using the server PSI-pred 
